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Patienten mit komplizierte Leberzirrhose leiden häufig an spontaner bakterieller 
Peritonitis (SBP). Die Aktivierung der Kupffer-Zelle (KC) durch Toll-like-Rezeptoren 
(TLRs) und die endotheliale sinusoidale Dysfunktion sind wichtige Mechanismen 
für die portale Hypertonie und das Fortschreiten der SBP. Thromboxan A2 (TXA2, 
das stabile Abbauprodukt ist TXB2) wurde bei der KC-Aktivierung als wichtiger 
Vasokonstriktor identifiziert. 
Die Pathophysiologie der KC-Aktivierung und die Funktion von TXA2 zur Erhöhung 
des Portalperfusionsdrucks nach Anwendung der TLR-Agonisten sind schon gut 
untersucht worden. Unklar ist jedoch welche TLRs auf KCs für die TXA2-Sekretion 
verantwortlich sind. In diesem Experiment wurden aus humanen (HKCs), THP-1-
Makrophagen (TMCs) und primären nichtparenchymalen Mauszellen [KCs, 
sinusoidale Endothelzellen (SECs) und hepatische Sternenzellen (HSCs)] isolierte 
primäre KCs untersucht. Zellen wurden durch mikrobielle Extrakte stimuliert, die 
aus kultivierten Isolaten von SBP-Patienten stammten. Mit speziellen TLR-
Agonisten und -Antagonisten wollten wir die Funktion von TLRs in nicht-
parenchymalen Leberzellen untersuchen. 
Unsere Daten zeigten, dass TLR-Agonisten nur TXB2 in Maus-KCs erhöhten, nicht 
jedoch in SECs oder HSCs. TLR-1, -2 und -4 spielten eine wichtige Rolle bei der 
TXB2-Sekretion in KCs nach bakterieller Stimulation. TLR-2 erkannte alle Arten von 
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mikrobiellen Isolaten. Vorbehandlung mit TLR-1, -2 oder -4-Antagonist könnte den 
TXB2-Anstieg durch gramnegative bakterielle Isolate (Klebsiella pneumoniae, 
Escherichia coli und Enterobacter cloacae) reduzieren. TLR-1 und -2-Antagonisten 
wirkten sich auch auf grampositive Bakterienisolate aus (Enterococcus faecium, 
Streptococcus pneumoniae und Staphylococcus aureus). Die Kombination von 
TLR-1, -2 und -4-Antagonisten erzielte eine bessere Wirkung als jedes einzelne 
Medikament. 
Nach unseren Erfahrungen sind dies die ersten Versuche zur Behandlung humaner 
primärer KCs mit verschiedenen klinisch relevanten humanen mikrobiellen Isolaten. 
TLR-1, -2 und -4 spielen eine wichtige Rolle bei der bakterieninduzierten TXB2-
Sekretion in HKC. TLR-2 spielt wahrscheinlich eine zentrale Rolle, da es sich auf 
alle bakteriellen Produkte auswirkt. Daher könnte TLR-2 in der Zukunft ein 













Spontaneous bacterial peritonitis (SBP) is a bacterial infection that often occurs in 
patients with cirrhosis and can be fatal. Sinusoidal endothelial cells (SECs), Kupffer 
cells (KCs), and hepatic stellate cells (HSC) are major components of liver non-
parenchymal cells. They play an important role in combating pathogenic bacteria, 
usually the earliest cells that come into contact with antigens. Thromboxane A2 
(TXA2) was proved to be the critical vasoconstrictor secreted by activated KCs. 
Objection： 
We aimed to investigate the role of toll-like receptors (TLRs) in bacterial-induced 
TXA2 increase in liver nonparenchymal cells and to identify the most potent 
antagonists as potential therapeutic options in the future. 
Method： 
Primary nonparenchymal liver cells (including KCs, SECs, and HSCs) were isolated 
from mice, THP-1 macrophages (TMCs) differentiated by phorbol myristate acetate 
treatment and primary human KCs (HKCs) were investigated. Cells were 
characterized by immunostaining with special antibodies. Microbial isolates derived 
from patients with SBP and the special TLR-1 to -9 agonists were used to treat the 
related cells. TXB2, the stable degradation of TXA2, was measured in supernatants 
before and after stimulation. The special TLR-1/-2/-4 antagonists were additionally 
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added in some experiments 1 h before stimulation. 
Result： 
TLR agonists only increased TXB2 in mouse KCs (MKCs) but not in SECs or HSCs. 
TLR-1, -2 and -4 rather than other agonists caused TXB2 increase in HKCs and 
MKCs, TLR-1 and -2 agonists also worked on TMCs. Pretreatment with TLR-1, -2 
or -4 antagonist in HKCs significantly reduced the TXB2 increase caused by Gram-
negative bacteria. TLR-1 and -2 antagonist also had effects on Gram-positive 
bacteria. Only Mab-mTLR2 worked on Candida albicans-induced TXB2 increase. 
Combination of TLR-1, -2 and -4 antagonists achieved a better effect.  
Conclusion： 
This is the first study to investigate the effect of human microbial isolates on the 
vasoconstrictor TXA2 after stimulation and activation of human KCs. TLR-1, -2 and 
-4 play an important role in bacterial-induced TXA2 secretion, the TLR-2 antagonist 
showed the most effective reduction in bacterial-induced TXA2 secretion. Therefore, 
TLR-2 might be a potential marker and an attractive target for the treatment of 
infections and liver cirrhosis. 
 
Key words: toll-like receptor, spontaneous bacterial peritonitis, thromboxane A2, 
Kupffer cell, nonparenchymal liver cells.  




Abbreviations Full name 
ACLF  acute-on-chronic liver failure 
BSA Bovine serum albumin 
C. albicans Candida albicans 
Cys-LT cysteinyl leukotrienes 
DC dendritic cells 
E. coli Escherichia coli 
E. cloacae Enterobacter cloacae 
E. faecium Enterococcus faecium 
ELISA The enzyme-linked immunosorbent assay 
FCS fetal calf serum 
FcyR Fc receptor 
FSL-1 Pam2CGDPKHPKSF 
GBSS Gey’s Balanced Salt Solution 
Gram (+) Gram-positive 
Gram (-) Gram-negative 
HKC human primary Kupffer cell 
HKLM heat-killed preparation of Listeria 
HSC hepatic stellate cells 
IR ischemia/reperfusion 
KC Kupffer cell 
K. pneumoniae Klebsiella pneumoniae 
LPS-EK Lipopolysaccharide E. coli K12 
LTC4 leukotrienes C4 
Mab-mTLR2 Monoclonal antibody to mouse TLR2 
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MKC mouse primary Kupffer cell 
NPC mouse primary Kupffer cell 
ODN CpG oligonucleotides 
Pam3CSK4 Pam3CysSerLys4 
PAMP pathogen-associated molecular pattern 
PBS phosphate-buffered saline 
PMA phorbol myristate acetate 
PFA Paraformaldehyde 
Poly(I:C) Polyinosinic-polycytidylic acid 
Poly(I:C)HMW Polyinosinic-polycytidylic acid (high molecular weight) 
Poly(I:C)LMW Polyinosinic-polycytidylic acid (low molecular weight) 
ssRNA single-stranded ribonucleic acid oligonucleotide 
SBP spontaneous bacterial peritonitis 
SD standard deviation 
SEC sinusoidal endothelial cell 
SFP spontaneous fungal peritonitis 
S. pneumoniae Streptococcus pneumoniae 
S. aureus Staphylococcus aureus 
ST-FLA S. typhimurium Flagellin 
TMC THP-1 macrophages 










1.1 Role of infections in acute-on-chronic liver failure 
Cirrhosis, the end stage of many kinds of chronic liver disease, is characterized by 
the presence of certain anatomic abnormalities and fibrosis of hepatic parenchymal 
architecture [1, 2]. The clinical manifestations are similar and dominated by 
consequences of diminished hepatic reserve and portal hypertension, regardless 
of origin (alcoholic liver disease, autoimmune hepatitis, hepatitis virus especially 
hepatitis B and metabolic disorders) [3-6]. Esophageal varices, ascites and 
splenomegaly with malfunction of platelets are common complications of liver 
cirrhosis [5, 6].  
Patients with liver disease especially with cirrhosis often suffer from spontaneous 
bacterial peritonitis (SBP), a common and frequently fatal bacterial infection [7-10]. 
This is one of the most common and important complications of decompensated 
cirrhosis and is closely related to the patient's prognosis. Once SBP develops, the 
patient's mortality rate is greatly increased [7, 10, 11]. Therefore, the patient should 
be evaluated for liver transplantation once recovered from the first episode of SBP. 
The awareness and identification of early diagnosis and effective antibiotic strategy 
has reduced the mortality associated with first episode of SBP [7, 12].  
However, the selection of resistant organisms leads to changes in the antibacterial 
spectrum and the occurrence of certain diseases (such as candida esophagitis) are 
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non-negligible side effects in antibiotic treatment. The increasing prevalence of 
antibiotic-resistant bacteria, causing several hundred thousand deaths yearly, is 
recognized as a major global threat and one of the greatest therapeutic challenges 
[7, 12, 13]. Misuse and overuse of antibiotics are considered to be the major driver 
for the progress of antibiotic resistance. As a result, alternative therapies of 
antibiotics are now being seeked [7, 9, 10, 12].  
Gram (-) aerobic organisms such as Escherichia coli and Klebsiella pneumoniae 
are the most common cause of SBP patients, other common organisms include 
Enterobacter cloacae and Staphylococcus aureus [14, 15]. Candida albicans is 
reported as the most common pathogen of spontaneous fungal peritonitis [16, 17]. 
SBP is also the most common infection associated with acute-on-chronic liver 
failure (ACLF), which is characterized by a high morbidity and mortality due to 
systemic inflammatory response syndrome and multiple-organ dysfunction [18, 19]. 
ACLF is defined as the association of acute liver injury with established chronic liver 
disease leading to severe injury and can quickly lead to liver decompensation [20-
22]. Alcohol and hepatitis viruses are the most important causes of disease in 
Europe and Asia respectively [22, 23]. Bacterial translocation and sepsis play 
important roles in the process of cirrhosis and can cause sudden decompensation 
[23-25]. (Fig.1-1) 




Fig.1-1 Role of infections in acute-on-chronic liver failure 
1.2 Role of nonparenchymal liver cells and toll-like receptors 
Nonparenchymal liver cells, mainly include hepatic stellate cells (HSCs), sinusoidal 
endothelial cells (SECs) and Kupffer cells (KCs), are the Important functional cells 
to meet bacteria (Fig.1-2) [26]. KCs are hepatic-resident macrophages that play a 
central role in the liver's inflammatory immune response. They are mainly involved 
in the recognition, presentation and phagocytosis of antigens.They can coordinate 
and regulate other nonparenchymal cells (NPCs) by secreting various cytokines. 
Shunting of blood away from KCs also allow a transient bacteremia to become more 
prolonged [14, 27]. KCs also express TLR-2, TLR-3, and TLR-9 and respond to 
their ligands [28-30]. KCs participate in immune activation and immunosuppression, 
both proinflammatory and anti-inflammatory cytokines such as interleukin (IL)-1b, 
IL-10 and tumor necrosis factor a (TNFa) can be secreted by KCs [29, 31-33]. 




Fig.1-2 Architecture of the Liver 
Toll-like receptors (TLRs) play vital roles in innate immune defenses against diverse 
set of pathogen-associated molecular patterns (PAMPs) by KCs. Examples of 
PAMPs include Gram (-) and Gram (+) bacterial components, fungi, and protozoa 
[34, 35]. The liver is continuously stimulated by antigens from the gastrointestinal 
tract and transmitted through the portal vein. With the arrival of foreign antigens in 
the liver, TLRs activate and maintain immune activation resulting in immediate 
release of cytokines and antimicrobial peptides by immune cells. In addition, TLR 
signaling also plays a key role in regulating immune tolerance [36-38]. Special 
agonists of TLR-1 to -9 have been widely used in different kinds of cell lines and 
primary macrophages [39]. TLR-2 can form complexes with other TLRs (TLR-6 or 
TLR-1…). TLR-3, -7, -8 and -9 are intracellular TLR sensors and mainly respond to 
nucleic acids such as double and single-stranded RNA from virus [40]. (Fig.1-3) 
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TLR-2 signaling activates the inflammasome primarily in KCs, but not in HSCs or 
hepatocytes [41, 42]. Expression of TLR-1, -2 and -4 also found as potential 
indicators for a variety of diseases. Expression of soluble TLR-2 were higher in 
patients with psoriasis [43]. TLR-2 and -4 expression in monocytes was found to be 
significantly overexpressed in patients with tuberculosis [44], systemic lupus 
erythematosus [45] and myelodysplastic syndromes [46]. TLR-2 and -4 were 
reported to be independently associated to poor outcome of patients with ischemia 
stroke and intracerebral hemorrhage [47, 48], higher methylation of TLR-2 may also 
confer susceptibility to adverse cardiac autonomic effects [49]. 
 
 
Fig.1-3 The role of TLRs 
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1.3 Development and reversibility of liver cirrhosis 
Liver cirrhosis, the fourth cause of death due to non-communicable diseases, is 
characterized by patterns of evolution and complex pathophysiological changes. 
Traditionally, cirrhosis is a progressive and irreversible disease, and wound healing 
is an important starting event [50]. A marked reduction in mortality gained over the 
last decades because of the improved management and new knowledge on the 
mechanism, pathophysiology and therapy of cirrhosis [51, 52]. More and more 
researchers now approve that the description of liver cirrhosis as a static disease 
has now become inappropriate. At present, the process of cirrhosis is not only 
considered to be the result of physical effects of portal hypertension (such as scar 
and liver formation of cirrhosis), but also related to the production of a dynamic 
compound, namely the production of intrahepatic vasoconstrictors [50, 51, 53]. 
In this new way of understanding, pathological changes of vessels of the liver 
aggregating portal hypertension play vital roles on cirrhosis, resulting in a series of 
complications. Derangement of vascular networks, vascular thrombosis, formation 
of intrahepatic shunts, capillarization of sinusoids and perisinusoidal fibrosis are 
essential and important bases of the vascular pathological changes in cirrhosis [50, 
51, 53]. One of the key target events for reversing fibrosis is the behavior of rapid 
closure that often occurs during chronic wound healing [50, 53]. Progressive 
reduction of necrotic inflammation is an important feature of the wound healing 
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process. Macrophages have been widely demonstrated to play an extremely 
important role in the study of fibrosis, not only in the progression of fibrosis but also 
in the regression of fibrosis [50, 54]. Soluble factors and cytokines such as IL-6. 
TNF-α, IL-8 and MCP-1 are important regulatory pathways that regulate 
macrophage’s function, activity, and connection with other fibrosis-associated cells 
(such as HSC, SEC) [55]. Molecules associated with the development of fibrosis 
are widely expressed in these cells and interact with portal vein fibroblasts, which 
are usually mediated by pro-inflammatory and chemotactic cytokines [56]. Changes 
in inflammatory factors caused by bacterial translocation affect the progression of 
cirrhosis [57-59]. (Fig. 1-4)  
 
Fig.1-4 Mechanisms of liver cirrhosis  
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1.4 The pathophysiology of KC activation and function of TXA2 
KC activation by TLR agonists and endothelial sinusoidal dysfunction were 
important mechanisms for portal hypertension and progression of ACLF [14]. 
Thromboxane (TX) A2 has been identified as an important vasoconstrictor in this 
process and plays important roles on vascular constriction, platelet activation and 
aggregation [60, 61]. TXA2 exerts its specific biological activity by binding to 
thromboxane prostanoid (TP) receptor and activating the associated downstream 
proteins. During acute inflammation, hepatic microcirculatory dysfunction mediated 
by TNF-α can be regulated by TXA2/TP receptor signaling pathway through 
enhancement of proinflammatory mediators [61-63].  
TXA2 and can also be induced by non-alcoholic fatty liver disease and activated by 
the interaction with blood components. In patients, increased TXA2 synthesis was 
linked to infections, renal diseases, acute myocardial ischemia and heart failure [64, 
65]. Aspirin has been proved to abolish TXA2 generation and block platelet 
activation by responses [66, 67]. Significant changes in microcirculation effects 
occur when TXA2 synthesis is inhibited [68]. Previous publications also reported 
TXA2 inhibitors attenuated liver injury induced by ischemia/reperfusion, alcoholic 
liver injury, inflammation, fibrotic changes and liver injury induced by 
acetaminophen overdose elements [62, 69].  
The pathophysiology of KC activation and function of TXA2 to increase portal 
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perfusion pressure following TLR agonists have been well investigated in previous 
publications [14, 27, 32, 70]. In isolated rat liver perfusion models, TXA2 and 
cysteinyl leukotrienes (Cys-LT) are proved to be important players in the portal 
pressure increase. We have demonstrated the important role for TXA2 during the 
portal perfusion pressure increase after TLR activation: activated KCs release TXA2 
and then stimulate HSCs to produce subsequent effects, ultimately leading to 
contractile cell contraction and increased portal perfusion pressure. Intrahepatic 
vascular hyperreactivity and intrahepatic resistance are also important elements 
aggravating portal hypertension. (Fig. 1-5)  
 
 
Fig.1-5 The pathophysiology of KC activation and function of TXA2 
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1.5 Aims of the study 
However, which TLRs on KCs are responsible for the TXA2 secretion by bacterial 
infections are still unclear. In this experiment, primary nonparenchymal liver cells 
(including KCs, SECs, and HSCs) were isolated from mice, THP-1 macrophages 
(TMCs) differentiated by phorbol myristate acetate (PMA) treatment and primary 
human KCs (HKCs) were investigated. Cells were stimulated by microbial extracts 
derived from cultured isolates of SBP patients. Together with special TLR agonists 
and antagonists, we aimed to investigate the role of toll-like receptors (TLRs) in 
bacterial-induced TXA2 increase in liver nonparenchymal cells and to identify the 











LMU doctoral thesis                                                   Jiang Zhang  
23 
 
2. Materials and methods 
2.1 Animal and human tissue studies 
All mice were adapted to the new environment for 1 week before experiment and 
were ethically treated according to rules and regulations. The Biobank of the 
Department of General, Visceral and Transplantation Surgery, Ludwig-Maximilians 
University provided human liver tissue under the administration of the Human 
Tissue and Cell Research (HTCR) Foundation.  
2.2 Isolation of primary nonparenchymal liver cells 
2.2.1 Separation of KCs and HSCs 
2.2.1.1 Preparations 
Material sterilization: 4 * empty beakers; 2 * beaker covered with 80 μm and 60 μm 
nylon mesh (Sigma, St. Louis, USA); 2 * Spoon; 2 * stirred fish; 2* aluminum foil; 
pipette tip kits: 1 * box for 1000 μl; 1 * box for 100 μl; 1 * box for 10 μl and several 
EP tubes. 
Fresh Nycodenz solution: Nycodenz solution (0.75% NaCl with Tris –HCl, KCl and 
0.3 mM CaNa2 EDTA) with stirring is heated to 50 °C, then slowly add Nycodenz 
powder (Axxis Shield, Rodelokka, Norway). After the Nycodenz powder is 
completely dissolved, the solution is naturally cooled to room temperature (RT). 
0.75% NaCl solution and 60 ml Gey’s Balanced Salt Solution (GBSS, Sigma, St. 
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Louis, USA) are finally added to achieve the required concentraction. 
Pronase solution: 300 mg pronase (Sigma, St. Louis, USA) is dissolved into 20 ml 
GBSS and Closed with aluminum foil (light-shielded) and rolls until they are ready 
for use. 
2.2.1.2 Obtain liver tissues from mice 
Remove the animal from the cage and fix in the left hand. Intraperitoneal 
administration of 150 mg/kg Ketamine (Ketamidor, Chanelle, Galway, Ireland) + 10 
mg/kg Xylazine (Xylavet, CP-Pharma Handelsges, Burgdorf, Germany) for 
anesthesia and return to the cage. After falling asleep, verify the depth of anesthesia 
based on its reflex. If necessary, reapplicate of Ketamine and Xylazine. The 
abdominal wall was then opened, exposure to the liver, portal vein and inferior vena 
cava. Flanking of the portal vein and perfusion with heparin-diluted PAA (RPMI 1640 
from PAA, heparin 1,000 IU to 50 ml). The inferior vena cava is immediately cut off, 
causing the animal to bleed and die, and then remove the liver. 
2.2.1.3 Liver slicing and digestion 
Add the liver tissues from human or mouse without medium to a petri dish. Using 2 
sterile scalpels, first superficially, then deeply cut. After the tissue is completely cut 
into 5–10 mm thick slices, the mass is added to a sterile beaker with a spoon and 
washed with sterile phosphate-buffered saline (PBS, Sigma, USA). Change PBS 
with 130 ml GBSS, DNase (Roche, Mannheim, Germany), the sterile pronase 
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(filtered with Minisart filter 0.2 μm pore size, Sigma, USA) and a sterile stirred fish 
in the beaker. Cover the beaker with sterile aluminum foil and pack it with an 
unsterile aluminum foil in a light-proof manner. Then the liver mass is incubated in 
the incubator (Incubator IF30, Memmert, Germany) at 37 °C for 20 min. 
2.2.1.4 Filtration and centrifugation with Nycodenz solution 
After 20 min of digestion, the solution is filtered through an 85 μm filter, which is 
stretched over a beaker. The rest tissues upon the filter are added into a 
Stomacher® 400 circular bags (Sigma, St. Louis, USA) with 100 ml GBSS + DNase. 
Close the Stormacher bag without bubbles and grind (Stomacher® 400 circulator, 
Seward, England). The solution from stomacher bag is then filtered through the 85 
μm and 65 µm filter sequentially.  
Distribute the solution under the 65 μm filter into approximately 6 * 50 ml falcon 
tubes. After distribution, centrifuge at 300 g for 10 min at 4 °C, with brake. Aspirate 
the supernatant, the pellet is resuspended with 30 ml GBSS in each tube. The 
Nycodenz solution is filtered in 6 * 50 ml Falcon tubes, 20 ml solution in each tube. 
The liver solutions are slowly added and layered on the sterile Nycodenz solutions 
(17.6% for KCs and 28.7% for HSCs). The mixtures are centrifuged at 600 g for 20 
min at RT without brake. 
Discard 20 ml of the upper layer, collect the interfaces in 2-3 orange tubes. The 
collections are centrifuged at 2000 g for 5 min with brake. The pellet is resuspended 
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in RPMI 1640 supplemented with penicillin (100 units/mL, Sigma, St. Louis, USA), 
and streptomycin (Sigma, St. Louis, USA) together with L-glutamine, fetal calf 
serum (FCS, PAA, Cölbe, Germany). 
2.2.1.5 Cell counting and plating 
After cell counting, KCs or HSCs are seeded in plates and cultured at 37 °C in 5% 
CO2 (Incubator HeRA CELL 240, Heraeus, Germany). Before stimulation, the 
medium is changed by RPMI 1640 without FCS for 24 h. 
2.2.2 Separation of SECs 
2.2.2.1 Preparation and liver tissue digestion are the same as KCs and HSCs. 
2.2.2.2 Magenetic labeling and separation 
Wash the pellet after centrifuge and then centrifuge again for 5 min at 300 g. Count 
and resuspend 1 ml of medium with 1×107 cells. Add 10μl Anti-SEC MicroBeads 
CD146 (Miltenyi Biotec, Germany) for immunolabeling. After incubation, seperate 
SECs with magnetically activated cell sorting system MACS (Miltenyi Biotec, 
Germany). Recount and then seed the SEC at the appropriate density and condition. 
2.3  Culture and differentiation of THP-1 cell line 
THP-1 monocytic cell (American Type Culture Collection, ATCC reference number 
TIB-202TM) was a kind gift from prof. Peter Nelson. Cells were cultured in complete 
RPMI 1640 medium including 10% FCS. THP-1 monocytes were differentiated to 
macrophages by 24 h stimulation with medium containing 20 ng/ml phorbol 
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myristate acetate (PMA, Sigma, St. Louis, USA). Adherent cells were incubated 
with fresh RPMI 1640 medium without PMA after washing with PBS [72, 73]. Before 
stimulation, the medium was changed by RPMI 1640 without FCS for 24 h. 
2.4  In vitro stimulation plan 
The following microbes were isolated from patients with SBP: Klebsiella 
pneumoniae (K. pneumoniae), Enterococcus faecium (E. faecium), Escherichia coli 
(E. coli), Staphylococcus aureus (S. aureus), Streptococcus pneumoniae (S. 
pneumoniae), Enterobacter cloacae (E. cloacae) and Candida albicans (C. albicans) 
were cultured on special media (Becton Dickinson, Heidelberg, Germany) at 37°C 
under aeration. After growth, the isolates were gently taken off the media and 
resuspended in PBS. The isolates were washed three times to remove any residual 
media attaching to the isolates. Subsequently, the microbial pellet was collected by 
centrifugation (5000rpm, 4°C, 10min) and resuspended in a small volume of PBS 
and subsequently heat inactivated (98°C, 20min). The heat inactivated solution was 
vortex mixed and checked for sterility by plating it twice on Columbia 5% sheep 
blood media and inoculation in liquid broth. All extracts were found to be sterile and 
were measured for protein content using the Bradford technique. Extracts were 
diluted to achieve standardized protein concentration.  
Preparation of human and mouse TLR agonist stock solutions (Invivogen, USA) 
was according to the instructions of the drugs (Table. 2-1). Administered 
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concentrations of TLR agonists were as following: TLR-1/2, Pam3CSK4, 0.1µg/ml; 
TLR-2, HKLM, 108cells/ml; TLR-3, Poly(I:C)HMW, 10ng/ml; TLR-3, Poly(I:C)LMW, 
10ng/ml; TLR-4, LPS-EK, 10ng/ml; TLR-5, FLAST, 10ng/ml; TLR-6/2, FSL-1, 
1µg/ml; Imiquimod, 1µg/ml (TLR-7 for human); ssRNA40, 0,25µg/ml (TLR-8 for 
human and TLR-7 for mouse, mouse lack TLR-8); ODN2006, 5µM (TLR-9 for 
human) and ODN1826, 5µM (TLR-9 for mouse).  
In some experiments, the special TLR-1/-2/-4 antagonists (CU-CPT22, Merck, 
Germany; Mab-mTLR2, Invivogen, USA; TAK242, Merck, Germany) were 
additionally added 1 h before stimulation. Supernatants were stored at -80 °C 





Volume of solvant 
Pam3CSK4 Human, Mouse 100 ng/ml 100 µl H2O 
HKLM Human, Mouse 1010 cells/ml 100 µl H2O 
Poly(I:C)HMW Human, Mouse 1 mg/ml 500 µl H2O 
Poly(I:C)LMW Human, Mouse 1 mg/ml 500 µl H2O 
LPS-EK Human, Mouse 100 µg/ml 1 ml H2O 
FLAST Human, Mouse 100 µg/ml 100 µl H2O 
FSL-1 Human, Mouse 100 µg/ml 100 µl H2O 
Imiquimod Human 100 µg/ml 250 µl H2O 
ssRNA40 Human, Mouse 100 µg/ml 250 µl H2O 
ODN2006 Human 500 µM 26 µl H2O 
ODN1826 Mouse 500 µM 31 µl H2O 
Table. 2-1 Preparation of TLR agonist stock solutions 
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2.5  ELISA measurement 
TXA2 secretion was quantified by the release into supernatants of cells. The 
procedures were based on the instructions and protocols in our publications before 
[27, 32]. TXB2 enzyme-linked immunosorbent assay (ELISA) kit (Cayman Chemical, 
USA) was used to measure the stable degradation product of TXA2.  
2.5.1 Sample and TXB2 standard preparation 
If necessary, dilute the sample to the appropriate concentration with ELISA buffer. 
Prepare the standard solution: Mix 100 µl of TXB2 ELISA standard and 900 µl 
UltraPure water (Cayman Chemical, USA) into a tube. Use 8 clean test tubes, 
marking number from S1 to S8. S1 is filled with 900 µl and the rest tubes are filled 
with 600 µl ELISA buffer each. Transfer 100 µl standard solution to S1 and mix 
thoroughly. Then mix 400 µl from S1 with the solution in S2. Repeat this processs 
until S8. (Fig. 2-1) 
 
Fig. 2-1 Preparation of TXB2 standard 
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2.5.2 Performing the assay 
A clean 96-well plate was used to design and seperate samples into different groups 
(Fig. 2-2). Add the regents of ELISIA buffer, standard solutions, samples, TXB2 
AChE Tracer and TXB2 ELISIA Antiserum into different kinds groups in the plate 
(Table. 2-2). After incubation overnight, empty the plate. Each well were filled with 
200 µl fresh Ellman’s Reagent after 5 times washing. Cover the plate with aluminum 
foil and develop. Develop the plate in 90-120 min with an orbital shaker (Orbital 
shaker SSL, Stuart, United Kingdom). Read plate at 405 nm wavelength light 
(Glomax Detection System, Promga, USA). 
 
 










Standard/Sample Tracer Antiserum 
Blk - - - - 
TA - - 5 µl (deve.step) - 
NSB 100 µl - 50 µl - 
B0 50 µl - 50 µl 50 µl 
Standard/Sample - 50 µl 50 µl 50 µl 
Table. 2-2 Addition of reagents 
2.5.3 Calculation 
Calculate and make the standard curve with the analysis temple from Cayman, then 
determine the sample concentration for each well. 
2.6  Western Blot 
2.6.1 Extraction and preparation of protein samples 
Wash the cells with PBS on ice and then replace PBS with lysis buffer (1 ml 
containing 845µl RIPA-buffer (Sigma, St. Louis, USA), 40 µl cOmplete solution 
(cOmplete™ Protease Inhibitor Cocktail, Sigma, USA), 5µl Phenylmethylsulfonyl 
fluoride (PMSF, 200 mM, Sigma, USA), 5µl Sodium fluoride (NaF, 200 mM, Sigma, 
USA), 5µl Sodium orthovanadate (Na3VO4, Sigma, USA) and 100µl Triton-X-100 
(Sigma, USA). Scrape cells and collect the suspension. After vortex oscillation, 
centrifuge at 12,000 rpm for 20 min (Biofugo, Heraeus, Germany). Transfer the 
supernatant to a new tube. 
2.6.2 Protein concentration calculation and sample preparation 
Prepare the standard solutions with Bovine serum albumin (BSA, 1 mg/ml, Sigma, 
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USA) as following 
Standard density(μg/ml) BSA volume(μl) ddH2O volume(μl) 
0 0 200 
10 2 198 
100 20 180 
200 40 160 
400 80 120 
600 120 80 
800 160 40 
1000 200 0 
Fill the 96 well plates with 5 µl standard or sample in each well. Mix Bicinchoninic 
Acid (BCA) reagents A & B with the ratio 50:1, and then add 200 μl mixed regents 
in each well. After incubation, measure the absorbance at 562 nm wavelength light 
(Glomax Muti Detection System, Promga, USA). Add suitable volume 4X loading 
buffer (Sigma, USA).  
2.6.3 Running the gel 
Add samples and the marker (Sigma, USA) in the appropriate concentration of gel.  
Protein Size Gel pecentage 
4-40 kDa  20% 
12-45 kDa  15% 
10-70 kDa 12.5% 
15-100 kDa 10% 
25-100 kDa 8% 
Run the gel for proper time and voltage (Mini-PROTEAN® System, Bio-Rad, USA). 
2.6.4 Transferring the protein to the membrane 
Activate Polyvinylidene difluoride (PVDF) membrane with methanol and prepare 
the stack. Transfer for 60-90 min at 400 mA. 
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2.6.5 Antibody staining 
Incubate the membrane with primary antibody after blocking for 1 h: anti-TLR2 
antibody (1:1000, RabMab, England); anti-TLR1 antibody (1:1000, Arcis, Germany); 
ß-actin antibody (1:1000, Sigma, USA). Incubate with primary antibody overnight at 
4 °C. Wash the membrane in Tris buffered saline with Tween 20 (TBST, Sigma, 
USA). Incubate the membrane with the secondary antibody. Then, wash the 
membrane. 
2.6.6 Membrane development 
Prepare Working Solution (SuperSignal™ West Femto, Thermo Fisher, USA). Add 
Working Solution on membrane. Remove the solution after incubation and then 
expose the blot to the imaging system (CHEMOCAM Imager 3.2, INTAS Science 
imaging, Germany). 
2.7  Immunofluorescence and confocal microscopy 
Primary antibodies against CD163 (1:100; Acris, Germany), CD68 (1:100; Arcis, 
Germany), CD11b (1:100; Santa Cruz Biotechnology, USA), F4/80 (1:100; RabMab, 
England) were used to confirm the isolated human and mouse primary KCs and 
differentiated THP-1 macrophages as following steps.  
Culture the cells in the 8-well Culture Slides (Ibidi, Germany), about 1000 cells/well.  
Discard the medium, wash 3 times. Fix the cells with 4% paraformaldehyde (PFA) 
for 15 min. Add 10 mM Ethamlamine (Sigma, USA) for 5 min to remove remaining 
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PFA after washing with PBS. Wash again and add 0.01% Triton-X-100. Block with 
Albumin (1% BSA). Incubate with primary antibody overnight at 4 °C. The next day, 
incubate with secondary antibodies Alexa Fluor (Life Technologies GmbH, 
Darmstadt, Germany) for 1h in RT after washing with PBS. Wash again, 15min each. 
Add DAPI (10000x) 2min. Wash with PBS. Analyse cells (Zeiss LSM 510 META, 
Jena, Germany) 
2.8  Statistical analysis 
All samples were randomly distributed to different groups. Data were described as 
the mean ± standard deviation (SD). The Students t-test and One-way analysis of 
variance (ANOVA) were used when needed. Statistical significance was defined as 
A value of p<0.05; n denotes the number of samples used. SPSS and Graphpad 













3.1 Immunofluorescence results of different macrophages 
Special antibodies were used to confirm the isolated primary KCs and differentiated 
THP-1 cells. Identification of macrophages such as KCs in tissue sections is usually 
stained by immunohistochemistry of CD68 or CD163 antibodies. The expression of 
CD68 in tissue macrophages is more extensive, while CD163 is more specific. In 
addition, CD163 is also commonly considered to be a M2 macrophages’ marker [74, 
75]. CD11b and F4/80 are specific markers for mature macrophages, of which 
F4/80 is mouse specific. Immunofluorescence with CD68, CD163 and CD11b 
positive confirmed the cells we isolated from human tissue were human KCs (Fig.3-
1). CD68, CD163 and F4/80 positive immunofluorescent results in mouse primary 
cells also confirmed these cells were mouse KCs (Fig.3-2).  
THP-1 cells, the most widely used monocytic cell lines to investigate macrophages, 
were suspension cells before PMA treatment. 24 h after PMA treatment, THP-1 cells 
became adherent cells with typical morphological characteristics. 
Immunofluorescent results with CD11b, CD68 positive and F4/80 negative in these 










Fig.3-1 Immunofluorescence results of human KCs 
(Each picture represents from three separate results, 200x magnification) 
 





Fig.3-2 Immunofluorescence results of mouse KCs 
(Each picture represents from three separate results, 200x magnification) 
 




Fig.3-3 Immunofluorescence results of TMCs 
(Each picture represents from three separate results, 200x magnification) 
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3.2 Influences of microbial isolates on TXB2 secretion 
According to published articles [76, 77] and our pretest results, we designed the 
concentration gradient experiments with low, middle or high concentrations (the 
standardized protein concentration) to confirm the suitable stimulating doses for 
different kinds of microbial isolates. The middle concentration showed the most 
effective increase in TXB2 section on TMCs for all kinds of isolates (Fig. 3-4). The 
effects of 8µg/ml microbial isolates were also tested in primary KCs from mice and 
human. After 24 h stimulation, 7 kinds of microbial isolates all significantly increased 
TXB2 secretion in HKCs (Fig. 3-5) and MKCs (Fig. 3-6). Due to individualized 
differences in the source of tissue specimens, primary KCs of human and mouse 
were compared with standardized results (multiple increases in TXB2 levels before 
and after stimulation). 
Microbial 
isolates 
Human KCs  
(increased fold) 
Mouse KCs  
(increased fold) 
THP-1 macrophages  
(pg/ml) 
K. pneumonia 1.00±0.13 vs. 8.02±5.51 * 1.00±0.20 vs. 3.52±1.48 * 117±58 vs. 5049±3490 * 
E. coli 1.00±0.24 vs. 10.19±7.49 * 1.00±0.34 vs. 3.49±1.44 * 244±114 vs. 2435±1459 * 
E. cloacae 1.00±0.11 vs. 18.44±12.62 * 1.00±0.18 vs. 5.23±3.17 * 275±268 vs. 7619±2032 * 
E. faecium 1.00±0.45 vs. 5.71±1.83 * 1.00±0.29 vs. 4.14±3.01 * 104±68 vs. 4145±2613 * 
S. pneumonia 1.00±0.09 vs. 3.07±0.78 * 1.00±0.20 vs. 8.99±1.83 * 192±192 vs. 3278±2163 * 
S. aureus 1.00±0.15 vs. 8.65±2.19 * 1.00±0.29 vs. 10.77±1.19 * 257±291 vs. 4663±901 * 
C. albicans 1.00±0.15 vs. 2.46±1.41 * 1.00±0.39 vs. 8.00±2.87 * 180±94 vs. 4724±2640 * 
Table. 3-1 Influences of microbial isolates on TXB2 secretion 
Data are expressed as mean ± SD, *p < 0.05 comparing between values before 
and after stimulation, *p < 0.05, two-tailed t-test. 




Fig.3-4 Concentration gradient experiments of microbial isolates 
Low (1 µg/ml), middle (8 µg/ml) and high (32 µg/ml) concentrations of different kinds 
of bacteria were used to stimulate differentiated THP-1 macrophages, the middle 
concentration seemed to be the most effective for all kinds of bacteria. Data are 
expressed as mean ± SD, two-tailed t-test, *p < 0.05 comparing between values 
before and after stimulation, n=4 in each group. 




Fig.3-5 Microbial isolates increased TXB2 secretion in human KCs 
24 h stimulation with microbial isolates including A-Klebsiella pneumoniae, B-
Escherichia coli, C-Enterobacter cloacae, D-Enterococcus faecium, E-
Streptococcus pneumoniae, F-Staphylococcus aureus and G-Candida albicans 
significantly increased TXB2 secretion in human KCs. Data are expressed as mean 
± SD, two-tailed t-test, *p < 0.05 comparing between values before and after 
stimulation, n=6 in each group. 
 




Fig.3-6 Microbial isolates increased TXB2 secretion in mouse KCs 
24 h stimulation with microbial isolates including A-Klebsiella pneumoniae, B-
Escherichia coli, C-Enterobacter cloacae, D-Enterococcus faecium, E-
Streptococcus pneumoniae, F-Staphylococcus aureus and G-Candida albicans 
significantly increased TXB2 secretion in mouse KCs. Data are expressed as mean 
± SD, two-tailed t-test, *p < 0.05 comparing between values before and after 
stimulation, n=6 in each group. 
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3.3 Influence of TLR-1 to -9 agonists in KCs and TMCs 
TLR-1 to -9 agonists (names and stimulating dosages were described above) were 
used to investigate the effective TLRs increasing TXB2 in KCs. 24 h stimulation with 
Pam3CSK4, HKLM or LPS significantly increased TXB2 secretion in HKCs (Fig. 3-
7). The same treatment with TLR-1/2, -2 and -4 agonists in MKCs also resulted in 
the increased TXB2 production (Fig. 3-8). Besides Pam3CSK4 and HKLM, 
Poly(I:C)-LMW and ODN2006 also induced significant TXB2 increase in TMCs (Fig. 
3-9). Interestingly, LPS had no significant effect on TMCs (Fig. 3-9). Details are 
shown in Table. 3-2. 
Comparing among the effects of TLR1-9 agonists on HKCs, MKCs and TMCs, TLR-
1, -2 and -4 were most possiblily related to the microbial-induced TXB2 increase in 
KCs. Western blot with anti-TLR-1 and anti-TLR-2 antibodies were then used to 
confirm the activated TLRs on TMCs following stimulation with different kinds of 
microbial isolates. TLR-1 and -2 expression on TMCs were elevated by all tested 
isolates, However, Gram (-) isolates (K. pneumonia, E. coli and E. cloacae) were 
more effective than Gram (+) isolates (E. faecium, S. pneumoniae and S. aureus) 
and C. albicans showed the least effect (Fig. 3-10). 
   




Fig.3-7 TLR-1/2, -2 and -4 agonists increased TXB2 secretion in human KCs 
Among all TLR-1 to -9 agonists, only Pam3CSK4 (B-0.1 µg/ml, 24 h), HKLM (C-
10e8 cells/ml, 24 h) and LPS-EK (F-10ng/ml, 24 h) significantly increased TXB2 
secretion in human KCs. Data are expressed as mean ± SD, two-tailed t-test, *p < 
0.05 comparing between values before and after stimulation, n=6 in each group.  




Fig.3-8 TLR-1/2, -2 and -4 agonists increased TXB2 secretion in mouse KCs 
Among all TLR-1 to -9 agonists, only Pam3CSK4 (B-0.1 µg/ml, 24 h), HKLM (C-
10e8 cells/ml, 24 h) and LPS-EK (F-10ng/ml, 24 h) significantly increased TXB2 
secretion in mouse KCs. Data are expressed as mean ± SD, two-tailed t-test, *p < 
0.05 comparing between values before and after stimulation, n=6 in each group.  




Fig.3-9 TLR-1/2, -2, -3 and -9 agonists increased TXB2 secretion  
in THP-1 macrophages 
24 h stimulation with Pam3CSK4 (B-0.1 µg/ml), HKLM (C-10e8 cells/ml), Poly(I:C)-
LMW (E-10ng/ml) and ODN2006 (K-5µM) had significant effects in differentiated 
THP-1 macrophages. Data are expressed as mean ± SD, two-tailed t-test, *p < 0.05 
comparing between values before and after stimulation, n=6 in each group.  




Fig.3-10 TLR-1 and -2 expression on TMCs following  
microbial isolates stimulation 
24 h stimulation with microbial isolates including K. pneumoniae, E. coli, E. cloacae, 
E. faecium, S. pneumoniae, S. aureus and C. albicans (8µg/ml each, 24h 
stimulation) increased TLR-1 and -2 on TMCs. Expression by Gram (-) isolates were 
more effective than Gram (+) isolates and C.albicans showed the least effect. 
TLR agonists 
Human KCs  
(increased fold) 
Mouse KCs  
(increased fold) 
THP-1 macrophages  
(pg/ml) 
Control 1.00±0.41 vs. 1.21±0.45 1.00±0.53 vs. 0.89±0.66 103±61 vs. 118±71 
Pam3CSK4 1.00±0.05 vs. 12.69±10.10 * 1.00±0.53 vs. 9.23±8.63 * 145±47 vs. 1082±975 * 
HKLM 1.00±0.39 vs. 16.41±14.43 * 1.00±0.54 vs. 5.10±1.95 * 123±41 vs. 1661±561 * 
Poly(I:C)-HMW 1.00±0.53 vs. 1.30±0.89 1.00±0.56 vs. 1.78±1.40 160±60 vs. 172±187 
Poly(I:C)-LMW 1.00±0.17 vs. 0.71±0.44 1.00±0.49 vs. 0.95±0.68 148±30 vs. 561±411 * 
LPS-EK 1.00±0.34 vs. 8.72±7.34 * 1.00±0.62 vs. 6.09±2.63 * 132±54 vs. 416±621 
ST-FLA 1.00±0.21 vs. 8.84±14.03 1.00±0.71 vs. 0.49±0.67 317±351 vs. 487±663 
FSL-1 1.00±0.11 vs. 3.39±4.21 1.00±0.94 vs. 1.77±1.24 137±58 vs. 117±21 
Imiquimod 1.00±0.49 vs. 1.15±0.66  254±276 vs. 139±57 
SSRNA40 1.00±0.28 vs. 0.80±0.52 1.00±0.47 vs. 0.77±0.30 200±90 vs. 447±479 
ODN2006/1826 1.00±0.09 vs. 1.46±0.98 1.00±0.54 vs. 1.14±0.87 189±86 vs. 2097±1564 * 
Table. 3-2 Influences of TLR agonists on TXB2 secretion 
Data are expressed as mean ± SD, before vs. after stimulation. Two-tailed t-test, *p 
< 0.05, comparing between values before and after stimulation. 
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3.4  TLR agonists decreased TXB2 secretion in mouse HSCs and had no 
effects in SECs 
The same concentrations of TLR-1 to -9 agonists treating primary KCs were also 
tested in mouse SECs and HSCs. TLR agonists had no effects on TXB2 secretion 
in SECs (Fig. 3-11). Interestingly, an overall downward tendency was observed in 
HSCs after TLR agonist stimulation. Furthermore, significant reduction of TXB2 was 
found by applying TLR-3, -5 and -9 agonists (Fig. 3-12). Complete data are shown 







Control 1.00±0.87 vs. 0.87±0.69 1.00±0.89 vs. 0.66±0.71 
Pam3CSK4 1.00±0.47 vs. 1.52±0.86 1.00±0.59 vs. 0.42±0.27 
HKLM 1.00±1.24 vs. 1.36±1.39 1.00±0.86 vs. 0.44±0.45 * 
Poly(I:C)-HMW 1.00±0.28 vs. 1.85±1.91 1.00±0.11 vs. 0.38±0.12 * 
Poly(I:C)-LMW 1.00±0.39 vs. 1.28±0.62 1.00±0.14 vs. 0.34±0.05 * 
LPS-EK 1.00±0.47 vs. 1.31±0.65 1.00±0.99 vs. 0.38±0.27 
ST-FLA 1.00±0.44 vs. 1.12±0.51 1.00±0.34 vs. 0.24±0.11 * 
FSL-1 1.00±0.24 vs. 1.24±0.82 1.00±1.53 vs. 0.22±0.32 
SSRNA40 1.00±0.65 vs. 0.84±0.54 1.00±1.50 vs. 0.32±0.40 
ODN1826 1.00±1.18 vs. 1.12±0.71 1.00±0.41 vs. 0.52±0.29 * 
Table. 3-3 Influences of TLR agonists on mouse HSC and SEC 
Data are expressed as mean ± SD, before vs. after stimulation. Two-tailed t-test, *p 
< 0.05, comparing between values before and after stimulation. 




Fig.3-11 TLR agonists showed no effects in mouse SECs 
Among all TLR-1 to -9 agonists, none of TLR agonists significantly increased TXB2 
secretion in SECs. Data are expressed as mean ± SD, n=6 in each group.  




Fig.3-12 TLR-3, -5, -6 and -9 agonists decreased TXB2  
secretion in mouse HSCs 
An overall downward tendency was observed in HSCs after TLR agonist stimulation. 
Furthermore, Poly(I:C)-HMW (10ng/ml, 24 h), Poly(I:C)-LMW (10ng/ml, 24 h), ST-
FLA (10ng/ml, 24 h) and ODN1826 (10ng/ml, 24 h) induced significant effects. Data 
are expressed as mean ± SD, two-tailed t-test, *p < 0.05 comparing between values 
before and after stimulation, n=6 in each group.  
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3.5 Specific TLR-1, -2 or -4 antagonists reduced the TXB2 increase caused by 
related TLR agonists 
According to the results above, TLR-1, -2 and -4 seemed to be most possibly related 
to bacterial-induced TXB2 increase. Before treating the HKCs with TLR antagonists, 
the gradient concentration experiments to select the effective concentration of these 
antagonists were tested in TMCs and MKCs (LPS failed to increase TXB2 in TMCs, 
so TLR-4 antagonist was tedted in MKCs). 10µM CU-CPT22, 1µg/ml Mab-mTLR2 
and higher concentrations of these drugs adding in TMCs significantly attenuated 
the increase of TXB2 caused by Pam3CSK4 or HKLM (Fig. 3-13 A, B). 1 µM TAK242 
or higher concentrations in MKCs also had significant effects in reducing LPS-
induced TXB2 secretion (Fig. 3-13 C).  
In order to minimize the adverse effects of TLR antagonists on cells, we chose to 
treat cells with their lowest effective dose. 10µM CU-CPT22, 1µg/ml Mab-mTLR2 
and 1 µM TAK242 were selected in the following experiments. The effects of the 
selected concentrations of TLR antagonists were identified in human and mouse 
KCs. 1 h pretreatment with CU-CPT22 (10µM), Mab-mTLR2 (1µg/ml) or TAK242 
(1µM) in human Kupffer cells and mouse Kupffer cells siginificantly reduced the 
TXB2 increase caused by Pam3CSK4, HKLM or LPS-EK (Fig. 3-13 D,E) 
 




Fig.3-13 Concentration gradient experiments of TLR-1/-2/-4 antagonists 
A-C: Different concentrations of CU-CPT22, MAb-mTLR2 or TAK242 were added 1 
h before stimulation of TLR-1, -2 or -4 agonists. Pretreatment with 10µM CU-CPT22, 
1µg/ml MAb-mTLR2, 1µM TAK242 and higher concentrations of these 3 drugs 
significantly attenuated the increase of TXB2 by Pam3CSK4, HKLM or LPS-EK.  
Mean values of control group after stimulation used as positive control. 1 h 
pretreatment with CU-CPT22 (10µM), Mab-mTLR2 (1µg/ml) or TAK242 (1µM) in 
human Kupffer cells (D) and mouse Kupffer cells (E) reduced TXB2 increase caused 
by Pam3CSK4 (0.1 µg/ml, 24 h), HKLM (10e8 cells/ml, 24 h) or LPS-EK (10ng/ml, 
24 h). Data are expressed as mean ± SD, control after stimulation used as positive 
control in human KCs. Two-tailed t-test, *p < 0.05, n=6 in each group.  
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3.6 Effects of TLR-1, -2 and -4 antagonists on bacterial-induced TXB2 increase  
Antagonists of TLR-1, -2 and -4 were additionally added to human KCs to 
investigate potential treatment options to reduce the bacterial-induced TXB2 
secretion. TXB2 increase caused by Gram (-) bacterial products were attenuated by 
1 h pretreatment with TLR-1, -2 or -4 antagonists before stimulation (Fig. 3-14 A-C). 
CU-CPT22 and Mab-mTLR2 also had effects on TXB2 secretion following Gram (+) 
bacterial stimulation (Fig. 3-14 D-F). Only Mab-mTLR2 significantly decreased C. 


























































100.00±45.45   
4.17±1.07 vs.  
27.95±8.12 * 













Table. 3-4 Influences of TLR-1, -2 and -4 antagonists on bacterial-induced 
TXB2 increase 
Data are expressed as mean ± SD (mean values of control group after stimulation 
used as positive control), before vs. after stimulation. Two-tailed t-test, *p < 0.05, p 
value was calculated by comparing values after stimulation in each antagonist 
groups with control group.  




Fig.3-14 Effects of TLR antagonists in different kinds of microbial isolates 
1 h pretreatment with CU-CPT22 (10µM), Mab-mTLR2 (1µg/ml) and TAK242 (1µM) 
in human Kupffer cells respectively attenuated TXB2 increase caused by Gram (-) 
bacteria (A-Klebsiella pneumoniae, B-Escherichia coli and C-Enterobacter cloacae, 
8µg/ml 24 h stimulation). Cu-CPT22 and Mab-mTLR2 also decreased TXB2 
induced by Gram (+) bacteria (D-Enterococcus faecium, E-Streptococcus 
pneumoniae and F-Staphylococcus aureus, 8µg/ml 24 h stimulation). Only Mab-
mTLR2 had effects on fungus-induced TXB2 increase (G-Candida albicans, 8µg/ml 
24 h stimulation). Mean values of control group after stimulation used as positive 
control. *p < 0.05 compared to the positive control, n=4 in each group. 
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3.7 Effects of combined TLR antagonists on bacterial-induced TXB2 increase  
The effects of combined TLR antagonists were also compared with each single drug. 
Either single TLR-1, -2 and -4 antagonists or combined drugs (mix group, including 
Mab-mTLR2, CU-CPT22 and TAK242, 1 h pretreatment before stimulation) 
significantly decreased TXB2 increase by Gram (-) bacterial stimulation (K. 
pneumoniae, E. coli and E. cloacae, 8µg/ml, 24 h stimulation), In addition, combined 
substance achieved a better effect than any single substances. Details are shown 














K. pneumoniae 100.00±24.28 50.37±17.38 *#  36.25±18.87 *# 42.18±22.55 *# 15.62±10.32 * 
E. coli 100.00±12.18 39.31±13.33 *# 64.83±17.14 *# 53.19±14.12 *# 20.84±4.48 * 
E. cloacae 100.00±17.97 37.61±19.88 *# 43.38±13.46 *# 34.89±11.52 *# 14.97±2.70 * 
 
Table. 3-5 Comparision between combination and single usages of  
TLR-1, -2 and -4 antagonists  
 
Data are expressed as mean ± SD, the control group used as a positive control. P 
values were calculated by comparing values after stimulation in each antagonist 
groups with control group (*p < 0.05) or Mix group (#p < 0.05), two-tailed t-test.   
 




   
Fig.3-15 Combined use of TLR-1, -2 and -4 antagonists achieved a better 
effect on decreasing Gram-negative bacterial induced TXB2 increase 
1 h pretreatment in human KCs with CU-CPT22 (10µM), Mab-mTLR2 (1µg/ml), 
TAK242 (1µM) or mix drugs (combined use of these three substances) reduced 
TXB2 increase following Gram-negative bacterial stimulations (A-K. pneumoniae, 
B-E. coli and C-E. cloacae, 8µg/ml 24 h stimulation). Effects of the combination 
were better than individual TLR-1, -2 or -4 antagonists. Data are expressed as 
mean ± SD, the control group used as a positive control. Two-tailed t-test, *p < 0.05 










This study investigated the function of TLRs in bacterial-induced TXA2 increase in 
nonparenchymal liver cells. Novel findings in our research were the following: (1) 
Gram-positive, Gram-negative and fungal microbial isolates extracted from SBP 
patients increased TXB2 secretion in HKCs, MKCs and TMCs; (2) SECs and HSCs 
did not secrete TXB2 by TLR activation, while KCs did. Only TLR-1/2, -2 and -4 
agonists increased TXB2 secretion in HKCs and MKCs among all TLR agonists; 
and (3) TLR-2 antagonist showed the most effective effect in reducing bacterial-
induced TXA2 secretion in comparison with TLR-1 and -4 antagonists. Combination 
of these 3 agents even attained a better effect. These results were achieved by 
using primary KCs from human and mouse, primary SECs and HSCs from mice 
and THP-1 cell line. 
4.1 Responses to microbial isolates in different kinds of macrophages 
The initial set of experiments showed the effective microbial isolates and TLR 
agonists increasing TXB2 secretion after 24 h stimulation. 7 most common isolates 
extracted from SBP patients all increased TXB2 secretion in 3 kinds of macrophages. 
Macrophages derived from humans (HKCs and TMCs) seemed to be more 
sensitive to Gram (-) bacterial isolates while Gram (+) bacterial isolates induced 
more TXB2 in MKCs (Fig. 3-4, 3-5, 3-6). This discrepancy may implied the difference 
between human and mouse in immune function about bacterial defense. Previous 
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publications demonstrated differences between human and mouse immunology: 
the TLR-2 expression on mouse peripheral blood leukocytes was much lower than 
on human [78, 79]; macrophages from mice lacked CD4 while CD4 exited on 
human macrophages [80] ; expression of the IgG Fc receptor (FcγR) system also 
differed between mouse and human [81, 82]. However, researches spurred in 
differences between mouse and human on functions of TLRs in present study are 
still young, our results suggest more attention in this field in further investigations. 
4.2 Responses to TLR agonists in different kinds of macrophages 
Special TLR-1 to -9 agonists were then tested in different kinds of macrophages to 
find the responsible TLRs increasing TXB2. Only Pam3CSK4, HKLM and LPS had 
significant effects in both HKCs and MKCs, Pam3CSK4 and HKLM also worked on 
TMCs (Fig. 3-7, 3-8, 3-9). These common effects implied TLR-1, -2 and -4 were 
most possibly related to the bacterial-induced TXB2 increase.  
Previous publications found the expression of TLR-4 on undifferentiated THP-1 
cells was lower than primary human monocytes and differentiated THP-1 cells were 
even unable to see reliable TLR-4 expression on the surface [83]. Our results also 
confirmed that conclusion since only TMCs failed to increase TXB2 by LPS 
stimulation. Both Poly(I:C)-LMW and ODN2006 had significant effects on TMCs, 
however, ODN2006 caused the most significant TXB2 secretion while Poly(I:C)-
LMW induced the least among all effective TLR agonists (Fig. 3-9). It has reported 
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earlier that Poly(I:C) is a potent adjuvant, acting through the TLR-9/MyD88-
dependent pathway [84, 85]. We doubted that the TXB2 increase caused by TLR-3 
agonist was due to its adjuvant effect with TLR-9 pathway, and the effect may only 
exited on Poly(I:C)-LMW. In humans, TLR-9 is expressed primarily by plasmacytoid 
dendritic cells and B cells rather than macrophages [86, 87]. THP-1 cells can be 
differentiated to both dendritic cells and macrophages, which may be the reason 
why TLR-9 agonist only worked on TMCs.   
TLR-2 has a unique ability to heterodimerize with TLR-1 and -6. In unstimulated 
KCs, the mRNA expression for TLR-1, TLR-2, and TLR-6 was approximately 
10:40:1 [88, 89]. That may explain why both TLR-1/2 and TLR-2 agonists increased 
TXB2 secretion while TLR-6/2 agonist failed. Another possible explanation may be 
that FSL-1 is a kind of pure diacylated lipoproteins needing the direct association 
of TLR-6/2 and CD36, whereas, TLR-1/2 heterodimers are formed in response to 
Pam3CSK4 (one kind of triacylated lipoproteins) in absence of CD36 [34]. CD36 is 
expressed on KCs but the basal expression is low [90, 91], we therefore suspected 
the process by which KCs recognize dimeric antigens requires the assistance of 
other cells containing CD36.  
Numerous antagonists targeting TLRs including antibodies, oligonucleotides and 
small molecular inhibitors are currently under preclinical studies, clinical trials, in 
vitro and in vivo experiments [45, 47, 92]. The discrepancy of TLR function among 
LMU doctoral thesis                                                   Jiang Zhang  
60 
 
HKCs, MKCs and TMCs may also lay basis for translating results from animal 
experiments and cell lines to the human situation in future investigations. 
4.3 Responses to TLR agonists in different nonparenchymal liver cells 
Prostaglandin (PG) and TXA2 produced by NPCs in liver played important roles in 
increasing portal pressure after TLR activation [14, 32, 93, 94]. Yet, only a few 
publications reported the functions of TLRs in different NPCs. Our study was the 
first to investigate the differences among mouse KCs, SECs and HSCs after TLR 
agonist stimulation. TLR agonists induced no significant TXB2 increase in SECs 
despite their 70% amount in NPCs. This result was in line with previous publication 
that anaphylatoxin C5a significantly increased the release of TXA2 and PG in both 
KCs and HSCs, but not in SECs [95-97]. Compared with SECs and HSCs, KCs 
possessed the largest amount of Gs-linked prostaglandin E2 receptor (GPER). 
However, the functional evidence for this receptor has not proved so far [93]. We 
speculated that the strong expression of GPER in KCs may be responsible for the 
increased TXB2 after stimulation of TLR agonists. 
HSC can present bacterial antigens to natural killer T cells and suppress 
proliferation of T cells [98-100]. Activated HSCs can also simultaneously inhibit its 
activation through a negative feedback loop via IL-10 [101, 102]. Thus, HSCs could 
limit bacterial infection and are critical in liver’s immune tolerance. These 
immunosuppressive characteristics may also explain why TLR agonists decreased 
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TXB2 secretion in HSCs. Myofibroblast-like cells are usually transdifferentiated from 
activated HSCs, which are often triggered by infections or hepatotoxic drugs. 
Transdifferentiation accompanied by a change in receptor expression such as G-
protein coupled receptors for PGF2α and TXA2 [103, 104]. This apparent 
discrepancy is also related to vitamin A droplets loss and augmented contractile 
activity [105-107]. Most TLR 1-9 agonists are products or components of bacteria, 
and may differentiate HSCs with an apparent and functional change. This 
differentiaction may also explain the oppsite effects of TLR agonists and 
anaphylatoxin C5a in HSCs.    
4.4 Clinical applications 
TLR-1, -2 or -4 antagonists were additionally added in HKCs. The number of 
effective antagonists was consistent with the levels of TXB2 secretion caused by 
different microbial isolates: Gram (-) bacteria induced the most relevant TXB2 
secretion in HKCs, the increase was reduced by all 3 kinds of antagonists; TLR-1 
and -2 antagonist attenuated TXB2 secretion following Gram (+) bacterial 
stimulations; in comparison, only Mab-mTLR2 reduced C.albicans-induced TXB2 
increase (Fig. 3-14). Mab-MTLR2 had significant effects on all 7 kinds of microbial 
isolates, supporting TLR-2 may recognize the most diverse set of PAMPs including 
lipoarabinomanan, peptidoglycan, lipoteichoic acid from Gram (+) and Gram (-) 
bacteria [108-110] as well as fungi [111, 112]. TLR-2 expression in monocytes were 
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significantly overexpressed in patients with tuberculosis [44], systemic lupus 
erythematosus [45] and myelodysplastic syndromes [46]. TLR-2 polymorphisms 
were also related to increased susceptibility toward SBP in cirrhotic patients with 
ascites [24]. Despite a rare condition, positive fungal cultures were found to be 
associated with a significantly higher mortality than patients with SBP alone [16, 17, 
113]. Lack of specific indicators and low culture success rate often lead to delayed 
diagnosis and treatment of concomitant fungal infection in SBP patients. The effects 
of TLR-2 antagonist in our experiments suggested TLR-2 as a potential marker for 
SBP patients accompanied with fungal infections. 
Resistant organisms are becoming an emerging problem due to the wide-spread 
use of oral antibiotics in SBP patients [18, 24, 114]. Antibodies targeting TLRs may 
represent an attractive therapeutic option. OPN-305, the first humanized IgG4 
monoclonal antibody against TLR-2 on monocytes, was tested in a randomized, 
double-blind, in-human phase I study. A single infusion of OPN-305 provided 80% 
inhibition of interleukin 6 release for at least 14 days, with no significant adverse 
findings. This study proved the safety and tolerability of OPN-305, providing further 
evidence of application of TLR2 antagonists in infections [115]. Sepsis associated 
death can be decreased by anti-TLR-2 or anti-TLR-4 antibody alone [116]. The 
synergistic effect of TLR-1, -2 and -4 antagonists in our experiments (Fig. 3-15) also 
support the combined application in patients with complicate and severe infections.  




These are the first experiments to treat human primary KCs with different, clinically 
relevant microbial isolates. TLR-1, -2 and -4 play vital roles in bacterial-induced 
TXB2 secretion. TXA2 has been shown to be an important intrahepatic 
vasoconstrictor which increases the portal pressure and participate in the 
progression of ACLF. In the present study we identified TLR-2 as novel and 
important target in the pathway of TXB2 production by human Kupffer cells. Different 
microbial isolates induced KCs to secrete TXA2 and inflammatory factors using the 
same route: activation of MAPK-associated pathway by TLR-2 leading to factor 
secretion. Therefore, inhibition of TLR-2 might be a potential marker and an 
attractive treatment option for liver cirrhosis and infections. Hereby the dynamic and 
in particular TXB2-dependent component of portal pressure increase might be 














1. Lonardo, A., et al., Pathogenesis and significance of hepatitis C virus steatosis: an 
update on survival strategy of a successful pathogen. World J Gastroenterol, 2014. 
20(23): p. 7089-103. 
2. Goldstein, N.S., V.P. Kodali, and S.C. Gordon, Histologic spectrum of cryptogenic 
chronic liver disease and comparison with chronic autoimmune and chronic type C 
hepatitis. Am J Clin Pathol, 1995. 104(5): p. 567-73. 
3. Reiberger, T. and M. Mandorfer, Beta adrenergic blockade and decompensated 
cirrhosis. J Hepatol, 2017. 66(4): p. 849-859. 
4. Mandorfer, M., et al., Nonselective beta blockers increase risk for hepatorenal 
syndrome and death in patients with cirrhosis and spontaneous bacterial peritonitis. 
Gastroenterology, 2014. 146(7): p. 1680-90 e1. 
5. Inoue, H., et al., Long term results of balloon-occluded retrograde transvenous 
obliteration for portosystemic shunt encephalopathy in patients with liver cirrhosis 
and portal hypertension. Kurume Med J, 2014. 61(1-2): p. 1-8. 
6. Larrey, D., L. Meunier, and J. Ursic-Bedoya, Liver Biopsy in Chronic Liver Diseases: 
Is There a Favorable Benefit: Risk Balance? Ann Hepatol, 2017. 16(4): p. 487-489. 
7. Shalimar and S.K. Acharya, Difficult to treat spontaneous bacterial peritonitis. Trop 
Gastroenterol, 2013. 34(1): p. 7-13. 
8. Caly, W.R. and E. Strauss, A prospective study of bacterial infections in patients 
with cirrhosis. J Hepatol, 1993. 18(3): p. 353-8. 
9. Dever, J.B. and M.Y. Sheikh, Review article: spontaneous bacterial peritonitis--
bacteriology, diagnosis, treatment, risk factors and prevention. Aliment Pharmacol 
Ther, 2015. 41(11): p. 1116-31. 
10. Fernandez, J., et al., Multidrug-resistant bacterial infections in patients with 
decompensated cirrhosis and with acute-on-chronic liver failure in Europe. J 
Hepatol, 2018. 
11. Wiest, R., A. Krag, and A. Gerbes, Spontaneous bacterial peritonitis: recent 
guidelines and beyond. Gut, 2012. 61(2): p. 297-310. 
12. Kim, J.J., et al., Delayed paracentesis is associated with increased in-hospital 
mortality in patients with spontaneous bacterial peritonitis. Am J Gastroenterol, 
2014. 109(9): p. 1436-42. 
13. Liu, X., et al., High-throughput screening of antibiotic-resistant bacteria in 
picodroplets. Lab Chip, 2016. 16(9): p. 1636-43. 
LMU doctoral thesis                                                   Jiang Zhang  
65 
 
14. Steib, C.J., J. Schewe, and A.L. Gerbes, Infection as a Trigger for Portal 
Hypertension. Dig Dis, 2015. 33(4): p. 570-6. 
15. Arvaniti, V., et al., Infections in patients with cirrhosis increase mortality four-fold 
and should be used in determining prognosis. Gastroenterology, 2010. 139(4): p. 
1246-56, 1256 e1-5. 
16. Prakash, A., et al., Effect of Candida infection on outcome in patients with 
perforation peritonitis. Indian J Gastroenterol, 2008. 27(3): p. 107-9. 
17. Gravito-Soares, M., et al., Spontaneous fungal peritonitis: a rare but severe 
complication of liver cirrhosis. Eur J Gastroenterol Hepatol, 2017. 29(9): p. 1010-
1016. 
18. Bernsmeier, C., et al., CD14(+) CD15(-) HLA-DR(-) myeloid-derived suppressor 
cells impair antimicrobial responses in patients with acute-on-chronic liver failure. 
Gut, 2018. 67(6): p. 1155-1167. 
19. Moreau, R., R. Jalan, and V. Arroyo, Acute-on-Chronic Liver Failure: Recent 
Concepts. J Clin Exp Hepatol, 2015. 5(1): p. 81-5. 
20. Goyal, S., et al., Thromboelastography Parameters in Patients with Acute on 
Chronic Liver Failure. Ann Hepatol, 2018. 17(6): p. 1042-1051. 
21. Kim, H., et al., Favorable effect of corticosteroids in treating acute-on-chronic liver 
failure underlying chronic hepatitis B. Clin Mol Hepatol, 2018. 24(4): p. 430-435. 
22. Hernaez, R., et al., Acute-on-chronic liver failure: an update. Gut, 2017. 66(3): p. 
541-553. 
23. Moreau, R., et al., Acute-on-chronic liver failure is a distinct syndrome that develops 
in patients with acute decompensation of cirrhosis. Gastroenterology, 2013. 144(7): 
p. 1426-37, 1437 e1-9. 
24. Nischalke, H.D., et al., Toll-like receptor (TLR) 2 promoter and intron 2 
polymorphisms are associated with increased risk for spontaneous bacterial 
peritonitis in liver cirrhosis. J Hepatol, 2011. 55(5): p. 1010-6. 
25. Thalheimer, U., et al., Infection, coagulation, and variceal bleeding in cirrhosis. Gut, 
2005. 54(4): p. 556-63. 
26. Nakamoto, N. and T. Kanai, Role of toll-like receptors in immune activation and 
tolerance in the liver. Front Immunol, 2014. 5: p. 221. 
27. Steib, C.J., et al., Treatment with the leukotriene inhibitor montelukast for 10 days 
attenuates portal hypertension in rat liver cirrhosis. Hepatology, 2010. 51(6): p. 
2086-96. 
LMU doctoral thesis                                                   Jiang Zhang  
66 
 
28. Seki, E., et al., Lipopolysaccharide-induced IL-18 secretion from murine Kupffer 
cells independently of myeloid differentiation factor 88 that is critically involved in 
induction of production of IL-12 and IL-1beta. J Immunol, 2001. 166(4): p. 2651-7. 
29. Jiang, W., et al., Toll-like receptor 3 ligand attenuates LPS-induced liver injury by 
down-regulation of toll-like receptor 4 expression on macrophages. Proc Natl Acad 
Sci U S A, 2005. 102(47): p. 17077-82. 
30. Thobe, B.M., et al., Src family kinases regulate p38 MAPK-mediated IL-6 production 
in Kupffer cells following hypoxia. Am J Physiol Cell Physiol, 2006. 291(3): p. C476-
82. 
31. Kopydlowski, K.M., et al., Regulation of macrophage chemokine expression by 
lipopolysaccharide in vitro and in vivo. J Immunol, 1999. 163(3): p. 1537-44. 
32. Steib, C.J., et al., Kupffer cell activation in normal and fibrotic livers increases portal 
pressure via thromboxane A(2). J Hepatol, 2007. 47(2): p. 228-38. 
33. Broegger, T., et al., Sensitivity to the thromboxane A2 analog U46619 varies with 
inner diameter in human stem villous arteries. Placenta, 2016. 39: p. 111-5. 
34. Triantafilou, M., et al., Membrane sorting of toll-like receptor (TLR)-2/6 and TLR2/1 
heterodimers at the cell surface determines heterotypic associations with CD36 and 
intracellular targeting. J Biol Chem, 2006. 281(41): p. 31002-11. 
35. Takeuchi, O. and S. Akira, Pattern recognition receptors and inflammation. Cell, 
2010. 140(6): p. 805-20. 
36. Knolle, P., et al., Human Kupffer cells secrete IL-10 in response to 
lipopolysaccharide (LPS) challenge. J Hepatol, 1995. 22(2): p. 226-9. 
37. Crispe, I.N., The liver as a lymphoid organ. Annu Rev Immunol, 2009. 27: p. 147-
63. 
38. Uhrig, A., et al., Development and functional consequences of LPS tolerance in 
sinusoidal endothelial cells of the liver. J Leukoc Biol, 2005. 77(5): p. 626-33. 
39. Ozinsky, A., et al., The repertoire for pattern recognition of pathogens by the innate 
immune system is defined by cooperation between toll-like receptors. Proc Natl 
Acad Sci U S A, 2000. 97(25): p. 13766-71. 
40. Nishiya, T. and A.L. DeFranco, Ligand-regulated chimeric receptor approach 
reveals distinctive subcellular localization and signaling properties of the Toll-like 
receptors. J Biol Chem, 2004. 279(18): p. 19008-17. 
41. Miura, K., et al., Toll-like receptor 2 and palmitic acid cooperatively contribute to the 
development of nonalcoholic steatohepatitis through inflammasome activation in 
mice. Hepatology, 2013. 57(2): p. 577-89. 
LMU doctoral thesis                                                   Jiang Zhang  
67 
 
42. Pasare, C. and R. Medzhitov, Toll-like receptors: linking innate and adaptive 
immunity. Adv Exp Med Biol, 2005. 560: p. 11-8. 
43. Kondelkova, K., et al., Membrane and soluble Toll-like receptor 2 in patients with 
psoriasis treated by Goeckerman therapy. Int J Dermatol, 2014. 53(11): p. e512-7. 
44. Wang, J.Y., et al., Expression of toll-like receptor 2 and plasma level of interleukin-
10 are associated with outcome in tuberculosis. Eur J Clin Microbiol Infect Dis, 
2012. 31(9): p. 2327-33. 
45. Wu, Y.W., W. Tang, and J.P. Zuo, Toll-like receptors: potential targets for lupus 
treatment. Acta Pharmacol Sin, 2015. 36(12): p. 1395-407. 
46. Wei, Y., et al., Toll-like receptor alterations in myelodysplastic syndrome. Leukemia, 
2013. 27(9): p. 1832-40. 
47. Brea, D., et al., Toll-like receptors 2 and 4 in ischemic stroke: outcome and 
therapeutic values. J Cereb Blood Flow Metab, 2011. 31(6): p. 1424-31. 
48. Rodriguez-Yanez, M., et al., Increased expression of Toll-like receptors 2 and 4 is 
associated with poor outcome in intracerebral hemorrhage. J Neuroimmunol, 2012. 
247(1-2): p. 75-80. 
49. Zhong, J., et al., Cardiac autonomic dysfunction: particulate air pollution effects are 
modulated by epigenetic immunoregulation of Toll-like receptor 2 and dietary 
flavonoid intake. J Am Heart Assoc, 2015. 4(1): p. e001423. 
50. Saffioti, F. and M. Pinzani, Development and Regression of Cirrhosis. Dig Dis, 
2016. 34(4): p. 374-81. 
51. Berzigotti, A., Advances and challenges in cirrhosis and portal hypertension. BMC 
Med, 2017. 15(1): p. 200. 
52. Reverter, E., et al., A MELD-based model to determine risk of mortality among 
patients with acute variceal bleeding. Gastroenterology, 2014. 146(2): p. 412-19 e3. 
53. Tsochatzis, E.A., J. Bosch, and A.K. Burroughs, Liver cirrhosis. Lancet, 2014. 
383(9930): p. 1749-61. 
54. Fallowfield, J.A., et al., Scar-associated macrophages are a major source of hepatic 
matrix metalloproteinase-13 and facilitate the resolution of murine hepatic fibrosis. 
J Immunol, 2007. 178(8): p. 5288-95. 
55. Pinzani, M., Liver Fibrosis in the Post-HCV Era. Semin Liver Dis, 2015. 35(2): p. 
157-65. 
56. O'Hara, S.P., et al., The dynamic biliary epithelia: molecules, pathways, and 
disease. J Hepatol, 2013. 58(3): p. 575-82. 
LMU doctoral thesis                                                   Jiang Zhang  
68 
 
57. Schnabl, B. and D.A. Brenner, Interactions between the intestinal microbiome and 
liver diseases. Gastroenterology, 2014. 146(6): p. 1513-24. 
58. Akira, S. and K. Takeda, Toll-like receptor signalling. Nat Rev Immunol, 2004. 4(7): 
p. 499-511. 
59. Otte, J.M., I.M. Rosenberg, and D.K. Podolsky, Intestinal myofibroblasts in innate 
immune responses of the intestine. Gastroenterology, 2003. 124(7): p. 1866-78. 
60. Nanji, A.A., et al., Thromboxane inhibitors attenuate inflammatory and fibrotic 
changes in rat liver despite continued ethanol administrations. Alcohol Clin Exp 
Res, 2013. 37(1): p. 31-9. 
61. Minamino, T., et al., Adhesion of platelets through thromboxane A(2) receptor 
signaling facilitates liver repair during acute chemical-induced hepatotoxicity. Life 
Sci, 2015. 132: p. 85-92. 
62. Wang, W., et al., Genistein Ameliorates Non-alcoholic Fatty Liver Disease by 
Targeting the Thromboxane A2 Pathway. J Agric Food Chem, 2018. 66(23): p. 
5853-5859. 
63. Tomishima, Y., et al., Ozagrel hydrochloride, a selective thromboxane A(2) 
synthase inhibitor, alleviates liver injury induced by acetaminophen overdose in 
mice. BMC Gastroenterol, 2013. 13: p. 21. 
64. Huczek, Z., et al., Prognostic significance of platelet function in the early phase of 
ST-elevation myocardial infarction treated with primary angioplasty. Med Sci Monit, 
2008. 14(3): p. CR144-51. 
65. Huang, Y.S., A. Li, and Z.C. Yang, Roles of thromboxane and prostacyclin in the 
pathogenesis of acute respiratory failure in burn patients combined with inhalation 
injury. Burns, 1992. 18(6): p. 452-5. 
66. Cavalca, V., et al., In vivo prostacyclin biosynthesis and effects of different aspirin 
regimens in patients with essential thrombocythaemia. Thromb Haemost, 2014. 
112(1): p. 118-27. 
67. DeFilippis, A.P., et al., Thromboxane A(2) generation, in the absence of platelet 
COX-1 activity, in patients with and without atherothrombotic myocardial infarction. 
Circ J, 2013. 77(11): p. 2786-92. 
68. Zhang, S., et al., Mechanism of the therapeutic effect of anisodamine in 
disseminated intravascular coagulation: study of platelet adhesion and aggregation, 
malondialdehyde, thromboxane B2, 6-keto-prostaglandin F1 alpha, and 
microcirculation. Exp Hematol, 1987. 15(1): p. 65-71. 
LMU doctoral thesis                                                   Jiang Zhang  
69 
 
69. Katagiri, H., et al., Role of thromboxane derived from COX-1 and -2 in hepatic 
microcirculatory dysfunction during endotoxemia in mice. Hepatology, 2004. 39(1): 
p. 139-50. 
70. Nakanishi, Y., et al., Synergism between cysteinyl leukotrienes and thromboxane 
A2 to induce allergic late phase nasal blockage in guinea pigs. Prostaglandins 
Other Lipid Mediat, 2004. 74(1-4): p. 125-37. 
71. Thasler, W.E., et al., Charitable State-Controlled Foundation Human Tissue and 
Cell Research: Ethic and Legal Aspects in the Supply of Surgically Removed 
Human Tissue For Research in the Academic and Commercial Sector in Germany. 
Cell Tissue Bank, 2003. 4(1): p. 49-56. 
72. Stachowska, E., et al., Effect of conjugated linoleic acids on the activity and mRNA 
expression of 5- and 15-lipoxygenases in human macrophages. J Agric Food 
Chem, 2007. 55(13): p. 5335-42. 
73. Price, J.C., J. Cronin, and I.M. Sheldon, Toll-like receptor expression and function 
in the COV434 granulosa cell line. Am J Reprod Immunol, 2012. 68(3): p. 205-17. 
74. Ambarus, C.A., et al., Systematic validation of specific phenotypic markers for in 
vitro polarized human macrophages. J Immunol Methods, 2012. 375(1-2): p. 196-
206. 
75. Qian, B.Z. and J.W. Pollard, Macrophage diversity enhances tumor progression and 
metastasis. Cell, 2010. 141(1): p. 39-51. 
76. Chang, Y.C., et al., Role of macrophage sialoadhesin in host defense against the 
sialylated pathogen group B Streptococcus. J Mol Med (Berl), 2014. 92(9): p. 951-
9. 
77. Wieser, A., et al., A multiepitope subunit vaccine conveys protection against 
extraintestinal pathogenic Escherichia coli in mice. Infect Immun, 2010. 78(8): p. 
3432-42. 
78. Rehli, M., Of mice and men: species variations of Toll-like receptor expression. 
Trends Immunol, 2002. 23(8): p. 375-8. 
79. Whiteland, J.L., et al., Immunohistochemical detection of T-cell subsets and other 
leukocytes in paraffin-embedded rat and mouse tissues with monoclonal 
antibodies. J Histochem Cytochem, 1995. 43(3): p. 313-20. 
80. Crocker, P.R., et al., Species heterogeneity in macrophage expression of the CD4 
antigen. J Exp Med, 1987. 166(2): p. 613-8. 
81. Monteiro, R.C. and J.G. Van De Winkel, IgA Fc receptors. Annu Rev Immunol, 
2003. 21: p. 177-204. 
LMU doctoral thesis                                                   Jiang Zhang  
70 
 
82. Daeron, M., Fc receptor biology. Annu Rev Immunol, 1997. 15: p. 203-34. 
83. Parker, L.C., et al., Toll-like receptor (TLR)2 and TLR4 agonists regulate CCR 
expression in human monocytic cells. J Immunol, 2004. 172(8): p. 4977-86. 
84. Park, H., et al., Polyinosinic-polycytidylic acid is the most effective TLR adjuvant for 
SIV Gag protein-induced T cell responses in nonhuman primates. J Immunol, 2013. 
190(8): p. 4103-15. 
85. Dai, P., et al., Myxoma virus induces type I interferon production in murine 
plasmacytoid dendritic cells via a TLR9/MyD88-, IRF5/IRF7-, and IFNAR-
dependent pathway. J Virol, 2011. 85(20): p. 10814-25. 
86. Jacquemin, C., et al., Heat shock protein 70 potentiates interferon alpha production 
by plasmacytoid dendritic cells: relevance for cutaneous lupus and vitiligo 
pathogenesis. Br J Dermatol, 2017. 177(5): p. 1367-1375. 
87. Curry, J.L., et al., Innate immune-related receptors in normal and psoriatic skin. 
Arch Pathol Lab Med, 2003. 127(2): p. 178-86. 
88. Vu, A.T., et al., Staphylococcus aureus membrane and diacylated lipopeptide 
induce thymic stromal lymphopoietin in keratinocytes through the Toll-like receptor 
2-Toll-like receptor 6 pathway. J Allergy Clin Immunol, 2010. 126(5): p. 985-93, 993 
e1-3. 
89. Takai, T., et al., TSLP expression induced via Toll-like receptor pathways in human 
keratinocytes. Methods Enzymol, 2014. 535: p. 371-87. 
90. Malerod, L., et al., The expression of scavenger receptor class B, type I (SR-BI) 
and caveolin-1 in parenchymal and nonparenchymal liver cells. Cell Tissue Res, 
2002. 307(2): p. 173-80. 
91. Koonen, D.P., et al., Increased hepatic CD36 expression contributes to 
dyslipidemia associated with diet-induced obesity. Diabetes, 2007. 56(12): p. 2863-
71. 
92. Quattromani, M.J., et al., Enriched housing down-regulates the Toll-like receptor 2 
response in the mouse brain after experimental stroke. Neurobiol Dis, 2014. 66: p. 
66-73. 
93. Fennekohl, A., et al., Differential expression of prostanoid receptors in hepatocytes, 
Kupffer cells, sinusoidal endothelial cells and stellate cells of rat liver. J Hepatol, 
1999. 30(1): p. 38-47. 
94. Angulo, P., M.V. Machado, and A.M. Diehl, Fibrosis in nonalcoholic Fatty liver 
disease: mechanisms and clinical implications. Semin Liver Dis, 2015. 35(2): p. 
132-45. 
LMU doctoral thesis                                                   Jiang Zhang  
71 
 
95. Schieferdecker, H.L., et al., Increase by anaphylatoxin C5a of glucose output in 
perfused rat liver via prostanoids derived from nonparenchymal cells: direct action 
of prostaglandins and indirect action of thromboxane A(2) on hepatocytes. 
Hepatology, 1999. 30(2): p. 454-61. 
96. Schieferdecker, H.L., et al., Stimulation by anaphylatoxin C5a of glycogen 
phosphorylase in rat hepatocytes via prostanoid release from hepatic stellate cells 
but not sinusoidal endothelial cells. FEBS Lett, 1998. 434(3): p. 245-50. 
97. Hespeling, U., et al., Stimulation of glycogen phosphorylase in rat hepatocytes via 
prostanoid release from Kupffer cells by recombinant rat anaphylatoxin C5a but not 
by native human C5a in hepatocyte/Kupffer cell co-cultures. FEBS Lett, 1995. 
372(1): p. 108-12. 
98. Lowin-Kropf, B. and W. Held, Positive impact of inhibitory Ly49 receptor-MHC class 
I interaction on NK cell development. J Immunol, 2000. 165(1): p. 91-5. 
99. Andersson, J., et al., Eosinophils from hematopoietic stem cell recipients suppress 
allogeneic T cell proliferation. Biol Blood Marrow Transplant, 2014. 20(12): p. 1891-
8. 
100. Wang, Q., et al., Combined transplantation of autologous hematopoietic stem cells 
and allogenic mesenchymal stem cells increases T regulatory cells in systemic 
lupus erythematosus with refractory lupus nephritis and leukopenia. Lupus, 2015. 
24(11): p. 1221-6. 
101. Zhang, X.H., et al., Increased prostacyclin levels inhibit the aggregation and 
activation of platelets via the PI3K-AKT pathway in prolonged isolated 
thrombocytopenia after allogeneic hematopoietic stem cell transplantation. Thromb 
Res, 2016. 139: p. 1-9. 
102. Klein, S., et al., HSC-specific inhibition of Rho-kinase reduces portal pressure in 
cirrhotic rats without major systemic effects. J Hepatol, 2012. 57(6): p. 1220-7. 
103. Kawada, N., H. Klein, and K. Decker, Eicosanoid-mediated contractility of hepatic 
stellate cells. Biochem J, 1992. 285 ( Pt 2): p. 367-71. 
104. Xing, X.K., et al., Immune function of nonparenchymal liver cells. Genet Mol Res, 
2016. 15(1). 
105. Zhou, C.L., et al., MHC II(-), but not MHC II(+), hepatic Stellate cells contribute to 
liver fibrosis of mice in infection with Schistosoma japonicum. Biochim Biophys Acta 
Mol Basis Dis, 2017. 1863(7): p. 1848-1857. 
106. Isono, M., et al., Reverse transformation of hepatic myofibroblast-like cells by 
TGFbeta1/LAP. Biochem Biophys Res Commun, 2003. 311(4): p. 959-65. 
LMU doctoral thesis                                                   Jiang Zhang  
72 
 
107. Washington, K., et al., Hepatic stellate cell activation in nonalcoholic steatohepatitis 
and fatty liver. Hum Pathol, 2000. 31(7): p. 822-8. 
108. Yoshimura, A., et al., Cutting edge: recognition of Gram-positive bacterial cell wall 
components by the innate immune system occurs via Toll-like receptor 2. J 
Immunol, 1999. 163(1): p. 1-5. 
109. Werts, C., et al., Leptospiral lipopolysaccharide activates cells through a TLR2-
dependent mechanism. Nat Immunol, 2001. 2(4): p. 346-52. 
110. Goodman, Z.D., Grading and staging systems for inflammation and fibrosis in 
chronic liver diseases. J Hepatol, 2007. 47(4): p. 598-607. 
111. Gantner, B.N., et al., Collaborative induction of inflammatory responses by dectin-
1 and Toll-like receptor 2. J Exp Med, 2003. 197(9): p. 1107-17. 
112. Heine, H. and E. Lien, Toll-like receptors and their function in innate and adaptive 
immunity. Int Arch Allergy Immunol, 2003. 130(3): p. 180-92. 
113. Hwang, S.Y., et al., Spontaneous fungal peritonitis: a severe complication in 
patients with advanced liver cirrhosis. Eur J Clin Microbiol Infect Dis, 2014. 33(2): 
p. 259-64. 
114. Pouriki, S., et al., Intestinal colonization with resistant bacteria: a prognostic marker 
of mortality in decompensated cirrhosis. Eur J Clin Microbiol Infect Dis, 2018. 37(1): 
p. 127-134. 
115. Reilly, M., et al., Randomized, double-blind, placebo-controlled, dose-escalating 
phase I, healthy subjects study of intravenous OPN-305, a humanized anti-TLR2 
antibody. Clin Pharmacol Ther, 2013. 94(5): p. 593-600. 
116. Lima, C.X., et al., Therapeutic Effects of Treatment with Anti-TLR2 and Anti-TLR4 









LMU doctoral thesis                                                   Jiang Zhang  
73 
 
6. Acknowledgements  
I would like to dedicate my paper to all those who have offered me tremendous 
assistance during the three years in Munich. 
My supervisor PD Christian J. Steib, M.D. did offer me so much help that I feel so 
grateful to him. His profound insight, valuable suggestions and constant 
encouragement taught me so much that they are engraved on my heart. His 
meticulous attitude towards research manifest the personalities and qualities I 
should cultivate as a qualified scholar. Whenever we discussied about problems 
during experiments he always gave me precious suggestions that really improved 
my critical thinking a lot. I give my most genuinely gratitude to him for his generous 
help and teaching. 
Besides my supervisor, I have benefited from many other teachers. PD Andreas 
Wieser, M.D., Prof. Alexander Gerbes, Prof. Julia Mayerle, PhD. Ivonne Regel and 
PhD. Ujjwal M. Mahajan, they have taught me many critical approaches and 
broadened my horizon and enriched my knowledge in this study. Their 
conscientious teaching will always be of great value to my future academic research. 
Moreover, I would like to extend my gratitude to Prof. Wolfgang E. Thasler, PD 
Tobias S. Schiergens, M.D., PhD. Kowcee Jalal, Dipl. med. Diana Dragoi, Ingrid 
Liss, Christoph v. Hesler, Monika Hofstetter, Sabine Pirsig and all kind members in 
the Biobank and China Scholarship Council (CSC). I get tremendous love and 
LMU doctoral thesis                                                   Jiang Zhang  
74 
 
encouragement as well as technical instructions from them. Without their kind help, 
I won’t finish my studies on time.  
Finally, I would like to extend my deep gratefulness to my family and dear friends 
who have helped me and shared with me my worries, frustrations, and happines. 
Their love is always the source of my strength during all my life. They taught me 
how to balance study and rest, their encouragement and support have made my 
accomplishments possible. 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
